Supplementary Figure S3 . MiRNA fold change values using different RNA extraction methods and cell densities, and fixed RNA volumes. Expression levels of (a and d) mir-106a, (b and e) mir-222 and (c) mir-141 were normalized to U6 snRNA levels and expressed as fold change relative to miRNeasy® condition. The detection of miRNAs was performed by RT-qPCR using a fixed volume of RNA samples (see Methods for details). The average fold change of 3 independent experiments is shown. *P < 0.05 **P < 0.01 ***P < 0.001. 
